An investigation of the host-specificity of metacercariae of species of Apophallus (Digenea: Heterophyidae) in freshwater fishes using morphological, experimental and molecular methods by Sándor, Diána et al.
After online publication, subscribers (personal/institutional) to this journal will have
access to the complete article via the DOI using the URL:
If you would like to know when your article has been published online, take advantage
of our free alert service. For registration and further information, go to:
.
Due to the electronic nature of the procedure, the manuscript and the original figures
will only be returned to you on special request. When you return your corrections,
please inform us, if you would like to have these documents returned.
Dear Author
Here are the proofs of your article.
• You can submit your corrections online, via e-mail or by fax.
• For online submission please insert your corrections in the online correction form.
Always indicate the line number to which the correction refers.
• You can also insert your corrections in the proof PDF and email the annotated PDF.
• For fax submission, please ensure that your corrections are clearly legible. Use a fine
black pen and write the correction in the margin, not too close to the edge of the page.
• Remember to note the journal title, article number, and your name when sending your
response via e-mail or fax.
• Check the metadata sheet to make sure that the header information, especially author
names and the corresponding affiliations are correctly shown.
• Check the questions that may have arisen during copy editing and insert your
answers/corrections.
• Check that the text is complete and that all figures, tables and their legends are included.
Also check the accuracy of special characters, equations, and electronic supplementary
material if applicable. If necessary refer to the Edited manuscript.
• The publication of inaccurate data such as dosages and units can have serious
consequences. Please take particular care that all such details are correct.
• Please do not make changes that involve only matters of style. We have generally
introduced forms that follow the journal’s style.
• Substantial changes in content, e.g., new results, corrected values, title and authorship are
not allowed without the approval of the responsible editor. In such a case, please contact
the Editorial Office and return his/her consent together with the proof.
• If we do not receive your corrections within 48 hours, we will send you a reminder.
• Your article will be published Online First approximately one week after receipt of your
corrected proofs. This is the official first publication citable with the DOI. Further
changes are, therefore, not possible.
• The printed version will follow in a forthcoming issue.
Please note
http://www.link.springer.com
http://dx.doi.org/10.1007/s00436-017-5617-5
AUTHOR'S PROOF!
Metadata of the article that will be visualized in OnlineFirst
 
1 Article Title An inv estigation of the host-specificity of metacercariae of
species of Apophallus (Digenea: Heterophyidae) in freshwater
fishes using morphological, experimental and molecular
methods
2 Article Sub- Title
3 Article Copyright -
Year
Springer-Verlag GmbH Germany 2017
(This will be the copyright line in the final PDF)
4 Journal Name Parasitology Research
5
Corresponding
Author
Family Name Cech
6 Particle
7 Given Name Gábor
8 Suffix
9 Organization Hungarian Academy of Sciences
10 Division Institute for Veterinary Medical Research, Centre
for Agricultural Research
11 Address Budapest
12 e-mail cech.gabor@agrar.mta.hu
13
Author
Family Name Sándor
14 Particle
15 Given Name Diána
16 Suffix
17 Organization Hungarian Academy of Sciences
18 Division Institute for Veterinary Medical Research, Centre
for Agricultural Research
19 Address Budapest
20 e-mail
21
Author
Family Name Molnár
22 Particle
23 Given Name Kálmán
24 Suffix
25 Organization Hungarian Academy of Sciences
26 Division Institute for Veterinary Medical Research, Centre
for Agricultural Research
27 Address Budapest
   
   
_____________________________________________________________________________________
Please note: Images will appear in color online but will be printed in black and white.
_____________________________________________________________________________________
AUTHOR'S PROOF!
28 e-mail
29
Author
Family Name Gibson
30 Particle
31 Given Name Dav id I.
32 Suffix
33 Organization Natural History Museum
34 Division Department of Life Sciences
35 Address London
36 e-mail
37
Author
Family Name Székely
38 Particle
39 Given Name Csaba
40 Suffix
41 Organization Hungarian Academy of Sciences
42 Division Institute for Veterinary Medical Research, Centre
for Agricultural Research
43 Address Budapest
44 e-mail
45
Author
Family Name Majoros
46 Particle
47 Given Name Gábor
48 Suffix
49 Organization University of Veterinary Medicine
50 Division Department of Parasitology and Zoology
51 Address Budapest
52 e-mail
53
Schedule
Received 18 July 2017
54 Revised  
55 Accepted 8 September 2017
56 Abstract Metacercariae of species of the genus Apophallus Lühe, 1909,
infecting the fins and skin of freshwater fishes, frequently cause
black spot disease. Two species, Apophallus muehlingi (Jägerskiöld,
1899) and A. donicus (Skrjabin & Lindtrop, 1919), are known to
occur in Hungarian fishes. It has generally been thought that
metacercariae of A. muehlingi infect cyprinid fishes, whereas those
of A. donicus develop in percids. As part of a morphological,
experimental and molecular study, metacercariae were collected
from 99 infected specimens of five cyprinid hosts (Abramis brama,
Blicca bjoerkna, Chondrostoma nasus, Squalius cephalus,
Scardinius erythrophthalmus) and 18 infected specimens of two
   
   
AUTHOR'S PROOF!
percid hosts (Gymnocephalus cernua, Perca fluviatil is) in Hungarian
natural waters (Lake Balaton, River Danube). Moreover, 1024
common carp (Cyprinus carpio) specimens collected from
Hungarian fish ponds were investigated for Apophallus infection,
but without positive results. For reliable species identification,
experimental infections of chicks were carried in order to produce
adult specimens from metacercariae collected from the fins and
skin of the cyprinid and percid hosts. Within 8 days, adult specimens
of both A. muehlingi and A. donicus developed in chicks infected
with metacercariae from the cyprinid common bream (Abramis
brama) and the white bream (Blicca bjoerkna) and the ruffe
(Gymnocephalus cernua), a percid, respectively. The morphology of
the collected metacercariae and adult individuals developed in the
feeding experiments was characterised. A molecular analysis was
extended to cercarial samples from the snail Lithoglyphus
naticoides and to a single adult specimen of Apophallus from a
fox. Sequences of 28 specimens were analysed using molecular
methods (sequencing the internal transcribed spacer region and the
cytochrome oxidase I subunit). Phylogenetic analysis was executed,
and the Apophallus samples clustered into three distinct branches
using both genes, A. muehlingi from cyprinids, A. donicus from
percids and, a third, previously unknown, Apophallus clade, also
from cyprinids.
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12 Abstract Metacercariae of species of the genus Apophallus
13 Lühe, 1909, infecting the fins and skin of freshwater fishes,
14 frequently cause black spot disease. Two species, Apophallus
15 muehlingi (Jägerskiöld, 1899) and A. donicus (Skrjabin &
16 Lindtrop, 1919), are known to occur in Hungarian fishes. It
17 has generally been thought that metacercariae of A. muehlingi
18 infect cyprinid fishes, whereas those of A. donicus develop in
19 percids. As part of a morphological, experimental and molec-
20 ular study, metacercariae were collected from 99 infected
21 specimens of five cyprinid hosts (Abramis brama, Blicca
22 bjoerkna, Chondrostoma nasus, Squalius cephalus,
23 Scardinius erythrophthalmus) and 18 infected specimens of
24 two percid hosts (Gymnocephalus cernua, Perca fluviatilis)
25 in Hungarian natural waters (Lake Balaton, River Danube).
26 Moreover, 1024 common carp (Cyprinus carpio) specimens
27 collected from Hungarian fish ponds were investigated for
28 Apophallus infection, but without positive results. For reliable
29 species identification, experimental infections of chicks were
30 carried in order to produce adult specimens from
31 metacercariae collected from the fins and skin of the cyprinid
32 and percid hosts. Within 8 days, adult specimens of both A.
33 muehlingi and A. donicus developed in chicks infected with
34 metacercariae from the cyprinid common bream (Abramis
35 brama) and the white bream (Blicca bjoerkna) and the ruffe
36(Gymnocephalus cernua), a percid, respectively. The mor-
37phology of the collected metacercariae and adult individuals
38developed in the feeding experiments was characterised. A
39molecular analysis was extended to cercarial samples from
40the snail Lithoglyphus naticoides and to a single adult speci-
41men of Apophallus from a fox. Sequences of 28 specimens
42were analysed using molecular methods (sequencing Q1the in-
43ternal transcribed spacer region and the cytochrome oxidase I
44subunit). Phylogenetic analysis was executed, and the
45Apophallus samples clustered into three distinct branches
46using both genes, A. muehlingi from cyprinids, A. donicus
47from percids and, a third, previously unknown, Apophallus
48clade, also from cyprinids.
49Keywords Q2Metacercariae . Black spot disease .Apophallus
50infections
51Introduction
52Metacercariae of species of the genus Apophallus Lühe, 1909
53(Digenea: Heterophyidae) are known to cause heavy infec-
54tions in cyprinid, percid and salmonid fishes, which include
55deformities of the vertebral column (Kent et al. 2004), ectopic
56bone formation (Pike and Burt 1983; Taylor et al. 1993, 1994)
57and infections of the skeletal muscles (Cameron 1937, 1945;
58Rodnick et al. 2008; Ferguson et al. 2010, 2012). Its most
59common manifestation is black spot disease. The formation
60of black pigments around metacercariae and signs of black
61spot disease are known for several species of Apophallus,
62Posthodiplostomum and Uvulifer (Dönges 1964; Odening
631970, 1973; Quist et al. 2007; Tobler and Schlupp 2008). In
64the case of Apophallus, several species are known to cause
65such discolouration of tissues on the course of infections in
66fish. Of these, three species, A. muehlingi (Jägerskiöld, 1899)
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67 in cyprinids (Odening 1970; Wierzbicka and Wierzbicki
68 1973), A. donicus (Skrjabin & Lindtrop, 1919) in percids
69 (Odening 1973; Ivanov and Semenova 2004) and A. brevis
70 (Ransom, 1920) in salmonids (Lyster 1940; Miller 1941,
71 1942), are the most often studied. Metacercariae of
72 Apophallus spp. can develop anywhere in the fish body, but
73 they most commonly infect the cartilaginous fin rays. At an
74 early stage of infection, metacercariae are found as
75 unpigmented cysts, after which melano-macrophage cells ap-
76 pear around the cyst wall, causing black spots on the fish body
77 (Dönges 1964, 1967), which in most cases result in black spot
78 disease. This disease was first described from Hungary by
79 Molnár (1963), and its effects on Lake Balaton fishes were
80 discussed by Molnár et al. (2001).
81 The host-specificity of the metacercariae has been a matter
82 of debate. Generally, metacercariae of digeneans are consid-
83 ered to have a low host-specificity (Paperna 1995), but exper-
84 imental (Hoffman 1958) and molecular (Locke et al. 2010)
85 studies have shown that species of Posthodiplostomum and
86 Diplostomum do exhibit some specificity, infecting only cer-
87 tain fish families or species. In the case of Apophallus spp.,
88 Odening (1973) suggested that they are host-specific to fishes
89 at the family level, namely A. muehlingi infects cyprinids,
90 whereas A. donicus occurs in percids. Several authors have
91 shared this viewQ3 (Bykhovskaya-Pavlovskaya 1962;
92 Wierzbicka and Wierzbicki 1973). However, other authors
93 have reported that A. donicus also infects cyprinid species
94 (Yamaguti 1971; Bykhovskaya-Pavlovskaya and
95 Kulakovskaya 1987; Vojtek 1989; Moravec 2001). It is gen-
96 erally accepted (Paperna 1995) that the host-specificity of the
97 redial and cercarial developmental stages in molluscs is much
98 more strict than that of metacercariae; however, heterophyids
99 are reported to be more plastic in their affinity towards their
100 snail intermediate hosts. For example, Niemi and Macy
101 (1974) and Villeneuve et al. (2005) indicated that a species
102 of Fluminicola (Lithoglyphidae) act as the first intermediate
103 hosts for a species of Apophallus, and other Apophallus spp.
104 have been shown by Malek (1980) to use species of Juga
105 (Semisulcospiridae). These molluscan genera represent taxo-
106 nomically very distinct clades of freshwater snails.
107 Odening (1970, 1973) first described the life cycle of both
108 A. muehlingi and A. donicus in Germany. The most specific
109 morphological characteristics of the cercariae of these species
110 are the two rectangular black eyespots in the cephalic region
111 and dorsoventral finfolds which run the length of the tail
112 (Fig. 1). In both species, Odening found the rediae and cer-
113 cariae in the gravel snail Lithoglyphus naticoides (Pfeiffer,
114 1828). Similarly, according to the checklist of Cichy et al.
115 (2011), based on the findings of Chernogorenko (1977) and
116 Mastitsky (2007), both species have been found in other parts
117 of Europe (Ukraine and Belarus) in this same species of gravel
118 snail. Furthermore, Izvekova and Tyutin (2011) and Tyutin
119 and Izvekova (2013) have also indicated that L. naticoides is
120the first intermediate host of A. muehlingi in Russia, as has
121Vojtek (1989) in the former Czechoslovakia.
122There is only one previous article, focusing on Apophallus
123spp., which involves experimental and molecular methods;
124while describing Apophallus cf. microsoma from North
125America and studying its development, Ferguson et al.
126(2012) carried out experimental infections of chicks with
127metacercariae and analysed the COI (cytochrome oxidase I
128subunit) sequences. Moreover, these metacercarial COI se-
129quences were added to a phylogenetic analysis and were iden-
130tified as A. donicus. Their material was collected from the
131cyprinids Alburnoides bipunctatus (Bloch, 1782) and Rutilus
132rutilus (L., 1758) caught in the Bega River, Romania.
133The aim of our study was to use morphological, experi-
134mental and molecular methods to determine for certain wheth-
135er Apophallus infections from cyprinid and percid fishes were
136caused by two distinct species, namely A. muehlingi and A.
137donicus. The collected metacercarial and cercarial samples
138were analysed based on sequences of the internal transcribed
139spacer (ITS) region and COI. Due to the difficulties in identi-
140fying metacercariae morphologically, experimental infections
141in chicks were used to obtain adult specimens for study.
142These, in association with the sequences of the ITS region
143and COI, enabled the linking of the different life history stages
144and facilitated confirmation of the identification of the
145metacercariae at the species level.
146Materials and methods
147Sample collection
148During the present work, 99 black-spotted specimens out of
149150 individuals of three cyprinid species, common bream
150Abramis brama (L., 1758), white bream Blicca bjoerkna (L.,
1511758) and rudd Scardinius erythrophthalmus (L., 1758), and
15218 specimens out of 52 individuals of two percid species, ruffe
153Gymnocephalus cernua (L., 1758) and perch Perca fluviatilis
154(L., 1758), were collected from three regions of Lake Balaton
155in Hungary, namely Keszthely, Siófok and Tihany (Table 1).
156In addition, 23 nase Chondrostoma nasus (L., 1758) and 5
157chub Squalius cephalus (L., 1758) were collected from the
158River Danube close to the city of Szentendre. Moreover,
1591024 common carp (Cyprinus carpio) specimens collected
160from four geographically distinct Hungarian fish ponds (258
161specimens by farm) were investigated for Apophallus infec-
162tion. Fishes of various sizes were caught with a small, 15-m
163long, seine net and taken live to the laboratory in oxygenated
164plastic bags. The infected fishes were sedated by adding a few
165drops of clove oil to their water and were killed within a few
166days by a cervical cut. Metacercariae were collected either
167manually from the skin and fins or by using a digestive pepsin
168solution that contained 1 L of tap water, 1:10,000 NF pepsin
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169 powder (Molar Chemicals, Halásztelek, Hungary) and 8 mL
170 25% HCl. These ingredients were mixed in a 1 L beaker, after
171 which the solution was heated on a magnetic stirrer to 37 °C.
172 Excised black-spotted fins (Fig. 2) were immersed in the so-
173 lution; after 20 min, the fins had dissolved and intact
174 metacercariae were collected following filtration. They were
175 examined under a dissecting microscope, studied morpholog-
176 ically and preserved for both molecular investigations in 70%
177 ethanol and experimental infections in physiological saline
178 solution. After the pepsin digestion, several Apophallus
179 metacercariae were excysted from their capsules using a solu-
180 tion containing 50 mL distilled water, 2.5 g pancreatin and
181 0.25 g NaHCO3 (Fried 1994). The excystment was carried
182out at 27 °C for 5–10 min, after which they were placed in
183physiological saline solution to avoid over-digestion.
184Cercariae were collected from about 50 gravel snails
185Lithoglyphus naticoides from Lake Balaton at the city of
186Keszthely. The snails were placed in separate dishes for some
187days and, following water filtration or crushing the shell, re-
188leased cercariae were examined under a microscope and pre-
189served for molecular studies in 70% ethanol.
190Due to the lack of a suitable final host, experiment infec-
191tions of chicks were used to obtain the adult stages of
192Apophallus muehlingi and A. donicus. In addition, an adult
193Apophallus specimen was also examined which was derived
194from the small intestine of a fox that had been shot on the
Table 1 The average size of the examined fishes and the frequency of metacercaria infection
Species
of fishes
Total
number (N)
Average size of
fishes in cm
(min-max)
Infected Non-infected Average number
of metacercariae
(min-max)
Cyprinids Common bream 42 14.8 (5.5–24) 23 19 38.2 (0–400)
White bream 59 6.8 (4.5–16.5) 45 14 10.3 (0–200)
Common nase 38 9.6 (7.5–11.5) 23 15 15 (0–95)
Chub 7 10.3 (7–14) 5 2 13.9 (0–40)
Rudd 5 7.5 (7–8) 3 1 1.5 (0–3)
∑ 150 – 99 51 –
Percids Perch 14 5.3 (4–6.5) 6 8 4.4 (0–18)
Ruffe 38 6.1 (4.8–7.5) 12 26 1.7 (0–18)
∑ 52 – 18 34 –
Fig. 1 a Diagrammatic
illustration of an Apophallus
cercaria based on the illustrations
of Odening (1970) 1: oral sucker
with spines, 2: body-spines, 3:
pharynx, 4: oesophagus, 5:
penetration gland-cells, 6:
cystogenous glands, 7: caecum, 8:
excretory bladder, 9: oral sucker,
10: canals of gland-cells, 11:
flame-cells, 12: rectangular eye-
spots, 13: protonephridial
excretory system, 14: ventral
sucker, 15: genital primordium,
16: tail with undulating fin-fold.
Scale bar = 50 μm. bMicrograph
of the pleurolophocercous
cercaria of Apophallus sp.
collected from a gravel snail
(Lithoglyphus naticoides). Scale
bar = 30 μm
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F195 course of obligatory culling of fox population by professional
196 hunters in the Bakony Mountains in the Pannonia region of
197 western Hungary (North of Balaton Lake).
198 Experimental infection
199 Two experimental infections of chicks were performed during
200 06–15 July 2015 and in 09–22 February 2016 (Table 2, 3). In
201 the first case, seven chicks were fed with fins of common
202 bream containing about 50 metacercariae, while three other
203 chicks were infected with 50 metacercariae from a ruffe. The
204 chicks had been purchased from a commercial supplier
205 (Hegyhát BR Kft., Szentgotthárd-Rábafüzes, Hungary) and
206 kept on a non-medicated chick starter diet. Formal ethical
207 approval was given by the Government Office of Pest
208 County (permit PEI/001/1004-4/2015). Chicks were killed
209 with a cervical cut and their intestines studied under a Zeiss
210 stereo microscope for trematode infections. In the second ex-
211 periment, two chicks were each fed one by one with about 50
212 metacercariae from white bream, another chick was given
213 metacercariae from common bream and three other chicks
214 were each infected one by one with about 30 metacercariae
215 collected from ruffe. In both experiments, five uninfected
216 chicks served as controls.
217 In the first experiment, chicks infected with metacercariae
218 from the common bream were sacrificed on days 2 (n = 1), 3
219 (n = 1), 4 (n = 1), 7 (n = 1), 8 (n = 1) and 9 (n = 2), whereas
220 chicks infected with metacercariae from the ruffe were
221 necropsied on days 3 (n = 1), 4 (n = 1) and 7 (n = 1) post-
222 infection. In the second experiment, chicks infected with
223 metacercariae from one common bream were sacrificed on
224 day 8 (n = 1), whereas that fed with metacercariae from two
225 white breamwere necropsied on days 10 (n = 1) and 13 (n = 1)
226 post-infection. Chicks infected with metacercariae from ruffe
227 were necropsied on days 8 (n = 1) and 10 (n = 1) and on day 13
228 (n = 1). Specimens of Apophallus were collected from the
229 duodenum of the chicks and were regarded as adults when
230 they were ovigerous.
231For the identification of the parasite species, the keys given
232by Morozov (1952), Odening (1970, 1973) and Niemi and
233Macy (1974) were used.
234All of the collected developmental stages were investigated
235using a dissecting microscope and a Zeiss compound micro-
236scope. Fresh samples were photographed using an Olympus
237DP20 digital camera, and measurements (in micrometres)
238were taken from digitized images using IMAGO® software.
239Molecular methods
240For DNA extraction, samples preserved in 80% ethanol were
241centrifuged at 8000g for 5 min, after which the ethanol was
242removed. The DNA was extracted using a QIAGEN
243DNeasyTM tissue kit (animal tissue protocol; Qiagen,
244Hilden, Germany) and eluted in 100 μL AE buffer. The ITS
245region (part of 18S rDNA, ITS1, 5.8S rDNA, ITS2 and part of
24628S rDNA) was amplified via a nested PCR. The primers S18
247(5′-TAACAGGTCTGTGATGCC-3′) and L3T (5′-CAAC
248TTTCCCTCACGGTACTTG-3′) (Jousson et al. 1999) were
249used in the first run in a 25-μL reaction mixture comprised of
2502 μL of extracted genomic DNA, 5 μL of 1 mM dNTPs (MBI
251Fermentas, Burlington, Canada), 0.25 μL of each primer,
2522.5 μL of 10× Taq buffer (MBI Fermentas), 0.1 μL of
253DreamTaq polymerase (0.5 U) (MBI Fermentas) and 15 μL
254of water. The PCR profile consisted of an initial denaturation
255step of 95 °C for 3 min, followed by 40 cycles of 95 °C for
25630 s, 50 °C for 30 s and 72 °C for 2 min, and was finished with
257a terminal extension at 72 °C for 5 min, then stored at 4 °C.
258The primers D1 (5′-AGGAA-TTCCTGGTAAGTGCAA-3′)
259and D2 (5′-CGTTACTGAGGGAATCCTGGT-3′) (Galazzo
260et al. 2002) were used in the second run in 50 μL of reaction
261mixture comprised of 1 μL PCR product from the first run,
26210 μL of 1 mM dNTPs (MBI Fermentas), 0.5 μL of each
263primer, 5 μL of 10× Taq buffer (MBI Fermentas), 0.2 μL of
264DreamTaq polymerase (1 U) (MBI Fermentas) and 33 μL of
265water. The second PCR consisted of an initial denaturation
266step of 95 °C for 3 min, followed by 30 cycles of 95 °C for
26730 s, 56 °C for 30 s, 72 °C for 2 min and a final extension step
268at 72 °C for 5 min, then stored at 4 °C. The COI was amplified
269via a semi-nested PCR using the primers by Van Steenkiste
270et al. (2015), Dice1F and Dice14R in the first round and
271Dice1F and Dice11R in the second round. The reaction con-
272dition and thermal profile were set as recommended by van
273Steenkiste et al. (2015). In the case of some samples, the PCR
274reaction did not yield sufficient PCR products; therefore, se-
275lective COI primers were designed for Apophallus samples
276using Primer3Plus (Untergasser et al. 2007): Apom1f (5′-
277GATGATTTATATGGTTTTAGGTTTGTG-3′) and Apom1r
278(5′-CGATCAAAAAGCAA-CATAGTAATCC-3′). The reac-
279tion mixture was the same as applied for the ITS PCR and the
280thermal conditions were as follows: initial denaturation step of
28194 °C for 3 min, followed by 40 cycles of 94 °C for 30 s, 49 °C
Fig. 2 Caudal fin of a common bream (Abramis brama) infected with
Apophallus metacercariae, showing the typical appearance of black spot
disease. Scale bar = 1 cm
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282 for 30 s and 72 °C for 45 s, and finished with a terminal
283 extension at 72 °C for 7 min.
284 PCR products were electrophoresed in 1.0% agarose gels
285 in Tris-Acetate-EDTA (TAE) buffer gel, stained with 1%
286 ethidium bromide and then purified with an EZ-10 Spin
287 Column PCR Purification Kit (Bio Basic Inc., Markham,
288 Canada). Purified PCR products of the ITS region and COI
289 were sequenced with the PCR primers and with two additional
290 inner primers 5.8Sr (5′-TGTCGATGAAGAGCGCAGC-3′)
291 and 5.8S2 (5′-TAAGCCGACCCTCGGACAGG-3′) (Tkach
292 et al. 2000) in the case of ITS region. ABI BigDye
293 Terminator v3.1 Cycle Sequencing Kit was used for sequenc-
294 ing, and the sequences read using an ABI 3100 Genetic
295 Analyser.
296 Phylogenetic analysis
297 The sequenced fragments were assembled using MEGA 6.06
298 (Tamura et al. 2013) and ambiguous bases clarified using
299corresponding ABI chromatograms. Nucleotide sequences
300were aligned with the software CLUSTAL W (Thompson
301et al. 1994). The two alignments (ITS region and COI) were
302corrected manually using the alignment editor of the software
303MEGA 6.06. Alignments were also corrected with GBlocks
304(Castresana 2000) to eliminate poorly aligned positions and
305divergent regions. Sequences were deposited in the GenBank
306under the accession numbers (MF438049-101 and
307MF447672). DNA pairwise distances were calculated with
308the MEGA 6.06 software using the Tamura-Nei substitution
309model. Maximum likelihood (ML) and Bayesian inference
310(BI) analyses were performed for both alignments. The
311analysed samples are listed in Table 4. Fasciola gigantica
312(KX198618 and GQ398050) was chosen as the outgroup for
313both genes. The dataset was tested using MEGA 6.06 for the
314nucleotide substitution model of best fit, and the model,
315shown by the Akaike Information Criterion (AIC) as the
316best-fitting one, was chosen for each partition. ML analyses
317were performed in MEGA 6.06 under the GTR + G + I model
Table 2 The results of the first chick infections (06 July 2015–15 July 2015)Q4
Intermediate host
of metacercariae
Beginning of
the infection
Date of chick
dissection
Number of elapsed
days after infection
Number of
sacrificed chicks
Number of adult
Apophallus specimens
recovered
1. Bream 06 July 2015 08 July 2015 2 1 0
2. Bream 06 July 2015 09 July 2015 3 1 1
3. Bream 06 July 2015 10 July 2015 4 1 1
4. Bream 06 July 2015 13 July 2015 7 1 10
5. Bream 06 July 2015 14 July 2015 8 1 2
6. Bream 06 July 2015 15 July 2015 9 2 1
7. Bream 06 July 2015 15 July 2015 9 0
Total Apophallus muehlingi specimens from chick infections 15
1. Ruffe 06 July 2015 09 July 2015 3 1 1
2. Ruffe 06 July 2015 10 July 2015 4 1 2
3. Ruffe 06 July 2015 13 July 2015 7 1 2
Total Apophallus donicus specimens from chick infections 5
Table 3 The result of the second chick infections (09 February 2016–17 February 2016)
Intermediate host
of metacercariae
Beginning of
the infection
Date of chick
dissection
Numbers of elapsed
days after infection
Numbers of
sacrificed chicks
Number of adult
Apophallus specimens
recovered
1. Bream 09 February 2016 17 February 2016 8 1 0
2. White bream 09 February 2016 19 February 2016 10 1 1
3. White bream 09 February 2016 22 February 2016 13 1 0
Total Apophallus muehlingi specimens from chick infections 1
1. Ruffe 09 February 2016 17 February 2016 8 1 25
2. Ruffe 09 February 2016 19 February 2016 10 1 10
3. Ruffe 09 February 2016 22 February 2016 13 1 2
Total Apophallus donicus specimens from chick infections 37
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318 for the ITS region and GTR + G for the COI. Bootstrap values
319 based on 1000 re-sampled datasets were generated. BI was
320 computed using Topali 2.5 (Milne et al. 2004). Posterior prob-
321 abilities (PP) were estimated over 1,000,000 generations via
322 two independent runs of 4 simultaneous MCMCMC chains,
323 with every 100th tree saved. The first 25% of the sampled
324 trees were discarded as ‘burn in’. The phylogenetic trees were
325 visualised using the tree explorer of MEGA 6.06.
326 Results
327 Heterophyid larval stages (cercaria, metacercaria) collected
328 from snails and fish could reasonably be identified to the ge-
329 neric level as Apophallus, but the two species A. muehlingi
330 and A. donicus could not be differentiated based solely on
331 morphology. In other words, pleurolophocercous cercariae
332 (sensu Seymour Sewell 1922) found in the gravel snail
333 Lithoglyphus naticoides were identified as heterophyid-like
334 based on their two rectangular black eyespots in the cephalic
335 region and the dorsoventral finfolds which extend along the
336 tail (Fig. 1), as described by Odening (1970) for A. muehlingi
337 and by Odening (1973) and Niemi and Macy 1974for A.
338 donicus. In the case of the metacercariae, encystment in pan-
339 creatin solution resulted access to free specimens whose anat-
340 omy could be studied in physiological saline solution. Their
341 morphological characteristics and the size of their organs
342 (Fig. 3) corresponded with those of Apophallusmetacercariae
343 described by Odening (1970, 1973) and Mödlinger (1934).
344 Metacercarie were found in higher proportion of the inves-
345 tigated cyprinid (99/150) and percid fish species (18/34) in the
346 natural fresh waters in great number (Table 1); however, all the
347 analysed carp specimens were uninfected by Apophallus
348 metacercariae.
349 In the first infection experiment of seven chicks, 15 adult
350 worms (Fig. 4) and developing individuals of A. muehlingi
351 were found in five of the chicks (Table 2), whereas in the
352 second experiment (Table 3), only a single adult A. muehlingi
353 was collected from the three infected chicks. In the case of
354 those chicks in the first experiment which were infected with
355 metacercariae from ruffe, five adult A. donicus (Fig. 4) were
356 recovered from three chicks, whereas in the second experi-
357 ment, 37 adult individual of A. donicus were found in three
358 chicks. Specimens found in chicks 8 days after infections were
359 regarded mature when they were ovigerous. The morphology
360 and measurements of mature specimens of the two
361 Apophallus species corresponded with the morphological
362 data for these species presented by Morozov (1952) and
363 Odening (1970, 1973).
364 Twenty-eight Apophallus samples were analysed for the
365 ITS region and COI genes, including cercarial, metacercarial
366 and adult developmental stages (Table 3). The amplified ITS
367 region (with additional parts of the 18S rDNA and 28S rDNA)
368of the samples was more than 1500 bps, with the alignment
369being 1493 bps long, after removing poorly aligned positions
370and divergent regions, and containing 954 conservative and
371539 variable (336 of them parsimony-informative) sites. The
372COI fragments exceeded 500 bps, and the alignment consisted
373of 528 bps, including 257 conservative and 271 variable (213
374of them parsimony-informative) sites. The sequences of the
375ITS region and COI genes of this material corresponded with
376the results from the morphological and experimental studies.
377In the case of both genes, the various developmental stages of
378Apophallus (cercaria, metacercaria, adult) were located in a
379monophyletic branch, with strong bootstrap support (Fig. 5),
380and were subdivided into three groups. Sequences of
381metacercariae collected from the bream (Cyprinidae), cercar-
382iae collected from gravel snails in Lake Balaton and the adult
383specimen from a fox resulted an identical pattern with adult A.
384muehlingi samples developed in the gut of experimental
385chicks (Fig. 5, Table 4). Therefore, those metacercariae from
386cyprinid fishes and cercariae form Litoglyphus naticoides
387could be unambiguously identified as A. muehlingi. On the
388other hand, sequences of metacercariae collected from perch
389and ruffe (Percidae) were identical with the adult stages of A.
390donicus which developed in chicks from metacercariae taken
391from ruffe (Fig. 5, Table 4). Surprisingly, a third branch of
392Apophallus sequences was also present; these came from
393metacercariae taken from chub and nase in the River
394Danube and from a rudd in Lake Balaton (all Cyprinidae).
395The pairwise distances of the ITS region indicated clear
396differences between the three groups; the overall mean dis-
397tance between A. muehlingi and A. donicus was 2.0%, where-
398as the third unknown group exhibited 2.8 and 3.1% distances
399from A. muehlingi and A. donicus, respectively. The mean
400distances within groups had a much lower value, i.e. 0.5% in
401A. muehlingi and 0.1% in both A. donicus and Apophallus sp.
402The pairwise distances resulted in higher values in the case
403of the COI due to its greater variability. The mean distance
404between A. muehlingi and A. donicus was 20.6%. The third
405Apophallus group included the fivemetacercarial samples col-
406lected by ourselves and A. donicus samples (JQ241154-58)
407from Romania deposited in GenBank by Ferguson et al.
408(2012) (Fig. 5). Its distance from A. muehlingi was 18.2%
409and from A. doncius 13.5%. The distances within the groups
410were very low, being 0.4% for A. muehlingi, 0.2% for A.
411donicus and 0.2% for Apophallus sp., which indicates the
412homogeneity of the three species.
413North American Apophallus spp. in GenBank also showed
414a clear divergence from our analysed samples (Fig. 5).
415Apophallus brevis Ransom, 1920 (JQ241151-53) was distin-
416guishable from A. muehlingi by 21.7%, from A. donicus by
41712.8% and from Apophallus sp. by 16.9%. The sole sequence
418of A. microsoma Ferguson et al. 2012 (JQ241159) differed by
41918.8, 11.8 and 14.2%, and an unidentified Apophallus sp.
420(KM538077) by 16.0, 11.9 and 16.3%, respectively.
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421Discussion
422Pleurolophocercous cercariae found in the gravel snail
423Lithoglyphus naticoides agreed with the morphological char-
424acteristics of heterophyid cercariae described by Seymour
425Sewell (1922) and were identified as A. muehlingi by the
426sequences of their ITS region and COI. These results are in
427agreement with the conclusions of previous studies (Odening
4281970, 1973; Chernogorenko 1977; Izvekova and Tyutin 2011;
429Tyutin and Izvekova 2013) and conclusively confirm
430Lithoglyphus naticoides as the first intermediate host of this
431species. Unfortunately, cercariae of A. donicuswere not found
432during our investigation, with the result that further sampling
433and sequencing is necessary to support the results of Odening
434(1973) and Mastitsky (2007).
435It can be observed that Apophallus metacercariae were
436found in abundance in the natural fresh waters both in cyprinid
437and percid fishes; however, the investigated Hungarian carp
438farms showed no infection at all. It can be assumed Q5that the
439significant infection in the natural waters are caused by the
Fig. 3 Encysted and excysted
metacercariae of Apophallus
muehlingi (a, b), Apophallus
donicus (c, d) and Apophallus sp.
(e, f) showing dark excretory, y-
shaped, vesicle, isolated from the
skin of common bream (Abramis
brama), perch (Perca fluviatilis)
and rudd (Scardinius
erythrophthalmus). Scale
bar = 40 μm
Fig. 4 Micrographs of adults ofApophallus muehlingi (a) andA. donicus
(b) collected from the guts of experimentally infected chicks at post-
mortem. Scale bar = 100 μm
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440 presence of Lithoglyphus naticoides as well as wild living
441 water birds also inhabit these areas; therefore, every circum-
442 stance is available for the trematodes to finish their life cycles.
443 However, the applied farming methods might influence the
444 snail fauna in the fish ponds causing the lack of the first inter-
445 mediate host and the prevention of spreading the infection.
446 Generally, our studies on Apophallus metacercariae in
447 Hungarian fishes support Odening’s (1973) hypothesis that
448 metacercariae of A. muehlingi infect cyprinid fishes, whereas
449 those ofA. donicus infect percid fishes. Experimental infections
450 of day-old chicks resulted in the development of the adult stage
451 of A. muehlingi from metacercariae taken from bream and
452 white bream (Cyprinidae), whereas typical adults of A. donicus
453 developed from metacercariae taken from ruffe (Percidae).
454 Sequence data of adult, metacercarial and cercarial life history
455 stages of Apophallus specimens corresponded with the
456morphological and experimental findings. These data, support-
457ed by both genes, clearly showed that sequences of
458metacercariae developing in the two bream species were iden-
459tical with the sequences of adult specimens corresponding mor-
460phologically with A. muehlingi, as characterised by Odening
461(1970, 1973), whereas sequences of metacercariae from the
462percids ruffe and perch corresponded with adults of A.
463donicus, as described byMorozov (1952) and Odening (1973).
464Unexpectedly, our molecular studies also revealed a third
465species of Apophallus. Samples of metacercariae from chub,
466nase and rudd resulted in a well-defined phylogenetic clade;
467this was indicated by both genes as being distinct from both A.
468muehlingi and A. donicus, with bootstrap values and pairwise
469distances strongly supporting its phylogenetic position. Since
470all of the three groups were placed in a monophyletic clade, it
471can be assumed that a third Apophallus taxon exists in central
Fig. 5 Maximum likelihood tree of the samples of Apophallus spp. from
the present study (a ITS region, b COI) in relation to other heterophyid
and opistorchiid sequences deposited in GenBank. Bootstrap values are
given at the nodes; posterior probabilities for Bayesian inference are
shown behind the bootstrap values. Samples from the present study are
in bold. The scale bar indicates the expected number of substitutions per
site
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472 Europe and likely represents a previously unknown and
473 undescribed species. However, only metacercariae of this spe-
474 cies have been found, and these lack the morphological char-
475 acteristics required for the erection of new species. It is hoped
476 that adult worms can be cultured by experimental infection
477 and fully described in a near future.
478 Interestingly, the metacercarial samples of the third species
479 were grouped together with the A. donicus sequences of
480 Ferguson et al. (2012), whereas our A. donicus samples were
481 positioned on a different branch. This incongruity can be re-
482 solved by accepting that the ‘A. donicus’ metacercariae from
483 Romania acquired by Ferguson et al. (2012) represent speci-
484 mens of the previously unknown species of Apophallus. This
485notion is supported by the fact that these samples would have
486lacked unambiguous morphological characteristics which
487would have aided identification and that their host species
488were cyprinids, roach Rutilus rutilus and schneider
489Alburnoides bipunctatus, rather than generally accepted
490percids. On the other hand, A. donicus metacercariae in the
491present study originated from the percids perch Perca
492fluviatilis and ruffe Gymnocephalus cernua, and adult speci-
493mens from chick infections also exhibited characteristics of A.
494donicus, as indicated in the keys byMorozov (1952), Odening
495(1973) and Niemi and Macy (1974). There is, therefore, clear
496evidence that morphologically indistinguishable, or almost
497indistinguishable, metacercariae can belong to different
Fig. 5 continued.
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498 species (Galazzo et al. 2002; Locke et al. 2010; Cech et al.
499 2017). Consequently, the identification of metacercariae based
500 solely on morphological grounds should be treated with cau-
501 tion, and it is advisable to have either supporting sequence
502 data or morphological characteristics from adult individuals
503 directly linked to the metacercariae under investigation.
504 Acknowledgements This project has received funding from the
505 European Union’s Horizon 2020 Research and Innovation Programme
506 under grant agreement no. 634429 (ParaFishControl), the Hungarian
507 Scientific Research Fund (OTKA PD 108813) and a Bolyai Scholarship
508 (BO/00417/15/4).
509 References510
511 Bykhovskaya-Pavlovskaya IE (1962) Class Trematoda Rudolphi, 1808.
512 In: Bykhowski BE (ed) [keys to of the parasites of freshwater fishes
513 of the USSR.] Akademii Nauk SSSR, Moscow-Leningrad, Russia,
514 pp 428-520 (in Russian)
515 Bykhovskaya-Pavlovskaya IE, Kulakovskaya AP (1987) Class
516 Trematoda Rudolphi, 1808. In: Bauer ON (ed) [key to determination
517 the parasites of freshwater fishes of the USSR.] Vol. 3. Nauka,
518 Leningrad, pp 77-198 (in Russian)
519 Cameron TWM (1937) Studies on the heterophyid trematode Apophallus
520 venustus (Ransom, 1920) in Canada. Part II. Life history and bio-
521 nomics. Can J Res 15:38–51
522 Cameron TWM (1945) Fish-carried parasites in Canada: (1) parasites
523 carried by fresh-water fish. Can J Comp Med Vet S 9:245–254
524 Castresana J (2000) Selection of conserved blocks from multiple align-
525 ments for their use in phylogenetic analysis. Mol Biol Evol 17:540–
526 552
527 Cech G, Molnár K, Székely C (2017) Molecular biological studies of
528 adult and metacercarial stages of Petasiger exaeretus Dietz, 1909
529 (Digenea: Echinostomatidae). Acta Vet Hung 65:198–207
530 Chernogorenko MI (1977) Trematode fauna of mollusks in the
531 Kremenchug Reservoir. Hydrobiol J 13:87–94
532 Cichy A, Faltýnková A, Zbikowska E (2011) Cercariae (Trematoda,
533 Digenea) in European freshwater snails—a checklist of records from
534 over one hundred years. Folia Malacol 19(3):165–189. https://doi.
535 org/10.2478/v10125-011-0023-6
536 Dönges J (1964) Der Lebenszyklus von Posthodiplostomum cuticola (v.
537 Nordmann 1832) Dubois 1936 (Trematoda, Diplostomatidae). Z
538 Parasitenk 24:169–248
539 Dönges J (1967) Parasitär induzierte Melaninbildung in Fischen. Z
540 Parasitenk 29:310–312
541 Ferguson JA, Schreck CB, Chitwood R, Kent ML (2010) Persistence of
542 infection by metacercariae of Apophallus sp., Neascus sp., and
543 Nanophyetus salmincola plus two myxozoans (Myxobolus
544 insidiosus and Myxobolus fryeri) in coho salmon Oncorhynchus
545 kisutch. J Parasitol 96:340–347. https://doi.org/10.1645/GE-2289.1
546 Ferguson JA, Locke SA, Font WF, Steinauer ML, Marcogliese DJ,
547 Cojocaru CD, Kent ML (2012) Apophallus microsoma n. sp. from
548 chicks infected with metacercariae from coho salmon
549 (Oncorhynchus kisutch) and review of the taxonomy and pathology
550 of the genus Apophallus (Heterophyidae). J Parasitol 98:1122–1132.
551 https://doi.org/10.1645/GE-3044.1
552 Fried B (1994) Metacercarial excysment of trematodes. Adv Parasit 33:
553 128
554 Galazzo DE, Dayanandan S, Marcogliese DJ, McLaughlin JD (2002)
555 Molecular systematics of some North American species of
556 Diplostomum (Digenea) based on rDNA-sequence data and
557comparisons with European congeners. Can J Zool 80:2207–2217.
558https://doi.org/10.1139/z02-198
559Hoffman GL (1958) Experimental studies on the cercaria and metacer-
560caria of a strigeoid trematode, Posthodiplostomum minimum. Exp
561Parasitol 7:23–50
562Ivanov VM, Semenova NN (2004) Life cycle of the trematode
563Rossicotrema donicum (Opisthorchiida, Heterophyidae) in the
564Volga River delta. Zool Zh 83:1206–1215 (in Russian)
565Izvekova GI, Tyutin AV (2011) Occurrence of partenites in mollusks and
566the influence that metacercaria of Apophallus muehlingi
567(Jagerskiold, 1898) and Posthodiplostomum cuticola (Nordmann,
5681832) has on some biochemical parameters in fish. Inland Water
569Biol 4(3):367–372. https://doi.org/10.1134/S1995082911030114
570Jousson O, Bartoli P, Pawlowski J (1999) Molecular identification of
571developmental stages in Opecoelidae (Digenea). Int J Parasitol 29:
5721853–1858
573Kent ML, Watral VG, Whipps CM, Cunningham ME, Criscione CD,
574Heidel JR, Curtis LR, Spitsbergen J, Markle DF (2004) A digenean
575metacercaria (Apophallus sp.) and a myxozoan (Myxobolus sp.) as-
576sociated with vertebral deformities in cyprinid fishes from the
577Willamette River, Oregon. J Aquat Anim Health 16:116–129
578Locke SA, McLaughlin JD, Marcogliese DJ (2010) DNA barcodes show
579cryptic diversity and a potential physiological basis for host speci-
580ficity among Diplostomoidea (Platyhelminthes: Digenea) parasitiz-
581ing freshwater fishes in the St. Lawrence River, Canada. Mol Ecol
58219:2813–2827. https://doi.org/10.1111/j.1365-294X.2010.04713.x
583Lyster LL (1940) Apophallus imperator sp. nov., a heterophyid encysted
584in trout, with a contribution to its life history. Can J Res 18:106–121
585Malek EA (1980) Snail-transmitted parasitic diseases. CRC Press, Boca
586Raton 658 pp
587Mastitsky SE (2007) First report of parasites in Lithoglyphus naticoides
588(Gastropoda: Hydrobiidae) from Lake Lukomskoe (Belarus). Aquat
589Inv 2:149–151
590Miller MJ (1941) The life history of Apophallus brevis Ransom, 1920. J
591Parasitol 27(suppl):12
592Miller MJ (1942) Black spot disease of speckled trout. Rev Can Biol 1:
593464–471
594Milne I, Wright F, Rowe G,Marshal DF, Husmeier D, McGuire G (2004)
595TOPALi: software for automatic identification of recombinant se-
596quences within DNAmultiple alignments. Bioinformatics 20:1806–
5971807. https://doi.org/10.1093/bioinformatics/bth155
598Mödlinger G (1934) Beiträge zur Biologie von Apophallus donicus.
599(Adatok az Apophallus donicus biológiájához). Arb I Abt Ungar
600Biol Forsch-Inst 7:60–65 (in Hungarian)
601Molnár K (1963) Black spot disease in Danube fishes. [Fekete pettyes
602betegség a dunai halakon]. Halászat 9:174 (in Hungarian)
603Molnár K, Székely Cs, Csaba Gy, Láng M, Majoros G (2001) Results of
604veterinary-pathological research of Lake Balaton fishes (Balatoni
605halak kórtani kutatásának állategészségügyi eredményei). In:
606Results of Balaton research in 2000 [A Balaton kutatásának 2000.
607évi eredményei.] Budapest: Magyar Tudományos Akadémia, pp
608158–166 (in Hungarian)
609Moravec F (2001) Checklist of the metazoan parasites of fishes of the
610Czech Republic and the Slovak Republic, 1873–2000. Academia,
611Prague 168 pp
612Morozov FN (1952) Superfamily Heterophyoidea Faust, 1929. In:
613Skrjabin KI (ed) [trematodes of animals and men]. Osnovy
614Trematologii 6: 153–601. (in Russian)
615Niemi D, Macy R (1974) The life cycle and infectivity to man of
616Apophallus donicus (Skrjabin and Lindtop, 1919) (Trematoda:
617Heterophyidae) in Oregon. Proc Helm Soc Wash 41:223–229
618Odening K (1970) Der Entwicklungszyklus von Apophallus muehlingi
619(Trematoda: Opisthorchiida: Heterophyidae) in Berlin. Z Parasitenk
62033:194–210. https://doi.org/10.1007/BF00259490
Parasitol Res
JrnlID 436_ArtID 5617_Proof# 1 - 13/09/2017
AUTHOR'S PROOF!
U
N
C
O
R
R
EC
TE
D
PR
O
O
F
621 Odening K (1973) Der Lebenszyklus des Trematoden Apophallus
622 donicus in Berlin im Vergleich zu A. muehlingi. Biol Zentralbl 92:
623 455–494
624 Paperna I (1995) Digenea (phylum Platyhelminthes). In: Woo PTK (ed)
625 Fish diseases and disorders: protozoan and metazoan infections.
626 CAB International, Wallingford, pp 329–389
627 Pike AW, Burt MDB (1983) The tissue response of yellow perch, Perca
628 flavescens Mitchill to infections with the metacercarial cyst of
629 Apophallus brevis Ransom, 1920. Parasitology 87:393–404
630 Quist MC, Bower MR, Hubert WA (2007) Infection by a black spot-
631 causing species of Uvulifer and associated opercular alterations in
632 fishes from a high-desert stream in Wyoming. Dis Aquat Org 78:
633 129–136. https://doi.org/10.3354/dao01875
634 Rodnick KJ, St.-Hilaire S, Battiprolu PK, Seiler SM, Kent ML, Powell
635 MS, Ebersole JL (2008) Habitat selection influences sex distribu-
636 tion, morphology, tissue biochemistry, and parasite load of juvenile
637 coho salmon in the West Fork Smith River, Oregon. Trans Am Fish
638 Soc 137:1571–1590
639 Seymour Sewell RB (1922) Cercariae indicae Indian J Med Res 10
640 (Suppl.), 370 ppQ6
641 Tamura K, Stecher G, Peterson D, Filipski A, Kumar S (2013) MEGA6:
642 molecular evolutionary genetics analysis, version 6.0. Mol Biol
643 Evol 30:2725–2729. https://doi.org/10.1093/molbev/mst197
644 Taylor LH, Hall BK, Cone DK (1993) Experimental infection of yellow
645 perch (Perca flavescens) with Apophallus brevis (Digenea,
646 Heterophyidae): parasite invasion, encystment, and ossicle develop-
647 ment. Can J Zool 71:1886–1894. https://doi.org/10.1139/z93-269
648 Taylor LH, Hall BK, Miyake T, Cone DK (1994) Ectopic ossicles asso-
649 ciated with metacercariae of Apophallus brevis (Trematoda) in yel-
650 low perch, Perca flavescens (Teleostei): development and identifi-
651 cation of bone and chondroid bone. Anat Embryol 190:29–46.
652 https://doi.org/10.1007/BF00185844
653 Thompson JD, Higgins DG, Gibson TJ (1994) CLUSTALW: improving
654 the sensitivity of progressive multiple sequence alignment through
655sequence weighting, position-specific gap penalties and weight ma-
656trix choice. Nucleic Acids Res 22:4673–4680
657Tkach VV, Pawlowski J, Sharpilo VP (2000) Molecular and morpholog-
658ical differentiation between species of the Plagiorchis vespertilionis
659group (Digenea, Plagiorchiidae) occurring in European bats, with a
660redescription ofP. vespertilionis (Müller, 1780). Syst Parasitol 47:9–
66122. https://doi.org/10.1023/A:1006358524045
662Tobler M, Schlupp I (2008) Influence of black spot disease on shoaling
663behaviour in female western mosquitofish, Gambusia affinis
664(Poeciliidae, Teleostei). Environ Biol Fish 81:29–34
665Tyutin AV, Izvekova GI (2013) Infection of mollusks and fish by the
666trematode Apophallus muehlingi (Jagerskiold, 1898) and its interre-
667lations with intermediate hosts. Inland Water Biol 6:52–56. https://
668doi.org/10.1134/S1995082912030157
669Untergasser A, Nijveen H, Rao X, Bisseling T, Geurts R, Leunissen JAM
670(2007) Primer3Plus, an enhanced web interface to Primer3. Nucleic
671Acids Res 35:W71–W74. https://doi.org/10.1093/nar/gkm306
672Van Steenkiste N, Locke SA, Castelin M, Marcogliese DJ, Abbott CL
673(2015) New primers for DNA barcoding of digeneans and cestodes
674(Platyhelminthes). Mol Ecol Resour 15:945–952. https://doi.org/10.
6751111/1755-0998.12358
676Villeneuve DL, Curtis LR, Jenkins JJ, Warner KE, Tilton FA, Kent ML,
677Watral VG, Cunningham ME, Markle DF, Sethajintanin D,
678Krissanakriangkrai O, Johnson ER, Grove R, Anderson KA
679(2005) Environmental stresses and skeletal deformities in fish from
680the Willamette River, Oregon. USA. Environ Sci Technol 39:3495–
6813506. https://doi.org/10.1021/es048570c
682Vojtek J (1989) The present situation of the research into the stages of
683development of trematodes in Czechoslovakia. Scri Fac Sci Nat
684Univ Purkyn Brun 19:339–352
685Wierzbicka J, Wierzbicki K (1973) Metacercariae of the genus
686Apophallus Lühe, 1909 (Trematoda: Heterophyidae) in Western
687Pomerania of Poland. Acta Ichthyol Piscat 3:75–89
688Yamaguti S (1971) Synopsis of digenetic trematodes of vertebrates. Vols.
689I and II. Keigaku Publishing Company, Tokyo 1074 pp
690
Parasitol Res
JrnlID 436_ArtID 5617_Proof# 1 - 13/09/2017
AUTHOR'S PROOF!
U
N
C
O
R
R
EC
TE
D
PR
O
O
F
AUTHOR QUERIES
AUTHOR PLEASE ANSWER ALL QUERIES.
Q1. The abbreviation "ITS" was expanded to "internal transcribed spacer". Please check if the
provided expansion is correct.
Q2. Please check if the provided keywords are correct; otherwise, please amend.
Q3. The citation “Bykhovskaya-Pavlovskaya et al. 1962” has been changed to “Bykhovskaya-
Pavlovskaya, 1962” to match the author name/date in the reference list. Please check if the change
is fine in this occurrence and modify the subsequent occurrences, if necessary.
Q4. Please check if the presentation of dates is correct.
Q5. The sentence "It can be assumed, that the significant infection..." was modified for clarity. Please
check if the intended meaning is retained.
Q6. Please provide complete bibliographic details of this reference.
